
ESPLORO ESSENTIALS: Smart Harvesting 

Smart Harvesting in Action 
 

How does Smart Harvesting work ? 

In this video, we will demonstrate how to run Smart Harvesting manually and explain 

what happens behind the scenes when you do. 

Before you run Smart Harvesting, create a set of researchers . 

Each researcher must have at least one of the following: an Affiliation, Research 

Topics, Areas of Interest, or some assets already approved in Esploro. The more 

information, the better, because this is the data that the algorithm will use to find 

author matches. The researcher must also have “Include in Smart Harvesting” 

enabled . 

You can use Smart Harvesting to search all past records for a given researcher. This 

takes a lot of time and processing power. Therefore, there is a limit to the number of 

researchers that you can run in one batch . 

We recommend that you first try to use Smart Expansion to add all a researcher’s 

publications to date.   You can then change the last Smart Harvesting date to the 

current date and run Smart Harvesting on a regular basis from that date onward, to 

add new assets as they become available.  Each time the job is run, it will search for 

records that are new since the last time the job was run for that researcher . 

Scheduling Smart Harvesting jobs will be covered in another video . 

To run Smart Harvesting, open the Repository Menu. Under Smart Harvesting, select 

Manage Smart Harvesting Profiles. Open the CDI profile. Under Approval 

Configuration, you can choose the settings for each match rank. For example, you 

can select Automatic for matches ranked as Very Strong, and these will be approved 

automatically and added to the repository. If you select Administrator, those 

matches will appear in the Author Matching Approval task list. 

You can suppress automatic approval for certain asset types . 

You can also suppress automatic approval for a specific researcher from their 

researcher details. To do that, enable “Skip automatic approvals in Smart 

Harvesting.” 

Choose the set of researchers and press “Run Now”. 

  



When you run Smart Harvesting, this is what happens behind the scenes : 

For a particular affiliated researcher, the Smart Harvesting job queries CDI for 

candidate assets– publications that were likely authored by this researcher. Smart 

Harvesting will search for the full name, first initial and last name, and any other 

variants included in the researcher’s information . 

Based on factors such as the topics in the publication and the co-authors, each 

possible match is given a ranking: Very Strong, Strong, or Uncertain. Assets that are 

clearly not a match are rejected . 

Next, the candidate assets are checked to see if they already exist in the Esploro 

repository. If they do, they are discarded. 

After the candidate assets have been gathered, another job checks each co-author 

on each asset, looking for matches with affiliated and non-affiliated researchers in 

your Esploro system. These matches are also ranked Very Strong, Strong, or 

Uncertain. If no match is found, a new non-affiliated researcher is created, so that 

each author in the asset is matched to a researcher. 

The records gathered through Smart Harvesting must then be approved . 

Depending on your settings when you ran the job, some may be automatically 

approved.  The others need to be approved by an administrator. 

Your administrative staff can check the author matches using the Author Matching 

Approval Task List, which is explained in this How-To video . 

There is a subject area in Analytics for Smart Harvesting, so you can examine how 

the process is working for your institution. 

Smart Harvesting helps you automate, as much as possible, the process of adding 

research assets into your repository. 


